
Fig. S2. Bipartite genome network of Streptomyces phage Gilgamesh and phages containing its  
homologs. The edges reflect the homologous protein clusters for Gilgamesh. Nodes of genomes and 
groups of viruses are marked with colored circles, nodes of homologous clusters are not marked. The 
node of phage Gilgamesh is marked with red ellipse.
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