All the graphs enable zooming. You can zoom up a part of the curve of interest by drawing a rectangle on the graph by dragging the left mouse button from left to right and from top to bottom, or, in other words, by moving the pointer from the left upper corner to the right bottom corner of the chosen rectangle. To restore the graph to the initial form you should move the pointer from the right bottom corner to the left top one (vice versa).
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Presentation_1.cmd 
   —  (start  1_Appl_n71_Fig_3_4_sm.exe and start 1_Appl_n71_Fig_3_4_unsm.exe)

Caption_1:
This is a presentation graphics for Fig.3 and Fig.4. 
Single soliton formation from a uniform initial distribution of a particle.
That is a comparison of how a soliton state is formed in the cases of  smooth and unsmooth (42) initial functions  
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is the distribution of probability of a particle on sites, n is the number of sites.
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Two – soliton formation from a uniform initial  distribution of a particle.
Presentation_2_a.cmd 

   —  (start  2_Appl_n101_ww_11.exe and start 2_Appl_n101_ww_dna.exe)

Caption_2_a:
Here formation of a 2-soliton localized state is compared for various values of the parameters ( and ((. In the bottom window all the chosen parameters correspond to the parameters of a DNA chain. 
Presentation_2_b.cmd 

   —  (start 2_Appl_b_u_n101_2sol_ww_dna.exe)

Caption_2_b:
This is a simultaneous evolution of the functions
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in the course of formation of a 2-soliton localized state in a chain with parameters corresponding to the parameters of a DNA chain. At the top of the window is the graph of the function 
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which represents the probabilities of the particle’s occurrence on the sites. At the bottom of the window is the graph of the function 
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 which represents dimensionless displacements of sites from their equilibrium positions. 
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Three – soliton formation from a uniform initial  distribution of a particle.
Presentation_3_a.cmd 

   —  (start 3_Appl_b_u_n_201_3sol_ww_11.exe)

Caption_3_a:
This is a simultaneous evolution of the functions 
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in the course of formation of a 3-soliton localized state, here ( = (( =1. 
Presentation_3_b.cmd 

   —  (start 3_Appl_b_u_n_201_3sol_ww_dna.exe)

Caption_3_b:
This is a simultaneous evolution of the functions 
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in the course of formation of a 3-soliton localized state in the chain with the parameters corresponding to those of a DNA chain. 
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This is a presentation graphics for Fig.11. 
Formation of a 3-soliton localized state in chains of various lengths. The initial distribution of the charge in the chain is uniform. 
Presentation_4_a.cmd 

   —  (start 4_Appl_Fig11_n131_ww_11.exe)

Caption_4_a:
The length of a chain is equal to 131.
Presentation_4_b.cmd 

   —  (start 4_Appl_Fig11_n171_ww_11.exe)

Caption_4_b:

The length of a chain is equal to 171.
Presentation_4_c.cmd 

   —  (start 4_Appl_Fig11_n301_ww_11.exe)

Caption_4_c:

The length of a chain is equal to 301.
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Presentation_5.cmd 

   —  (start 5_Appl_Fig13_n121.exe and 5_Appl_Fig13_n171)

Caption_5:
This is a presentation graphics for Fig.13. 
Graphs of the functions 
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 for a steady distribution obtained from a uniform unsmooth initial distribution (blue line) and graphs of the functions 
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 obtained  from equation (47) for the cases p=2 and p=3 (rosy line). 
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