Additional materials to the article
Dotsenko G.S., Dotsenko A.S. Mathematical Biology and Bioinformatics. 2020. V. 15. M 2. P. 429-440
doi: 10.17537/2020.15.429

Mathematical Biology and Bioinformatics

2020. V. 15. M2 2. P. s20-s26. doi: 10.17537/2020.15.520

ACCESSION NUMBERS OF HYPOTHETICAL LPMO AMINO ACID SEQUENCES FOUND BY CPRENN AND HMMER

PROGRAMS

Table S1. Accession numbers (UniProtKB/TrEMBL unless otherwise stated) of hypothetical LPMO amino acid sequences found in 19 ascomycete

proteomes by CPRENN and HMMER programs. CAZy families are indicated in bold

I;gg;(se;)ir;]r? Accession numbers of hypothetical LPMO amino acid sequences
Ascomycete "
(UniProt) CPRENN HMMER
Arthroderma AAL0: E4UPBS;
qypseum UP000002669 | AA11l: EAUPP1, EAUSU7, E4AUV55, E4V726 AAL1: EAUPP1, EAUSU7, E4UV55, E4V2H4, E4VT26;
AA13: E4V1A1
Arthroderma AAL0: C5FSS3,
otae UP000002035 | AA11: C5F190, C5FPY9, C5G141 AA11: C5F190, C5FPY9, C5G141, C5G191;
AA13: C5FUG4
AAQ: C8VAI9, C8V530, OSAQAG, QSAZ52, QSBEHO, AAQ: C8V4I9, C8V528, C8V§30, Q5AQA6, Q5AZ52, Q5B6H0, Q5B8T4,
_ Q5BAP2, Q5BEI9, sp|Q5BCX8;
. Q5B8T4, Q5BAP2, Q5BEI9, sp|Q5BCXS; ) ,
Aspergillus UP000000560 | AALL: Q5AUS5, Q5BFSS: AA1l: Q5AUS5, Q5BFSS;
nidulans ) ’ ' AA13: C8VLL3, G5EAT0, Q5AWCS, Q5B027, Q5B1W7;
AA13: Q5B027, Q5B1W7, : _
AAL6- O5BFA2 AA15: Q5B027, Q5B1WT;
AA16: Q5BFA2
AA9: A2QJX0, A2QR94, A2QYU6, A2QZE1, A2R313, | AA9: A2QJX0, A2QR94, A2QYU6, A2QZE1, A2R313, A2R5J9, sp|A2R5NO;
Aspergillus UP000006706 | A2R539, sp|A2R5NO; AA11: A2QSQ7, A2QUC6, A2R516;
niger AA11l: A2QSQ7, A2QUC6, A2R516; AA13: A2QHE1;
AA16: A2QAR2 AA16: A2QAR2
_ AA9: AOA2C5X1Y4, AOA2C5X264, AOA2C5XES6, AOA2C5XGQO;
Ceratocystis AA9:  AOA2CEX1Y4,  ADA2C5X264,  AOAZCOSXESS. | 5 a11: AQA2C5WV73, AOA2C5XCIE, AOA2CEXKIL:
fimbriata HroonzezTes ﬁ%ﬁ-c%gggéwws AOA2C5XCI6, AOA2C5XK11 AALS: AOA2CSX225, ADAZCIXDES;
' ’ ’ AA16: AOA2C5XCI2
AA9: Q2GPR1, Q2GQE9, Q2GRM4, Q2GRYS8, Q2GSI4, | AA9: Q2GM51, Q2GPR1, Q2GQE9, Q2GQS9, Q2GR23, Q2GRM4,
Q2GTT3, Q2GU73, Q2GUS9, Q2GUTO, Q2GVGS, | Q2GRYS8, Q2GSI4, Q2GTT3, Q2GU73, Q2GUS9, Q2GUTO0, Q2GVGS,
Chaetomium UP000001056 | Q2GVY2, Q2GW98, Q2GWHS8, Q2GWI6, Q2GWRIL, | Q2GVY2, Q2GW98, Q2GWHS, Q2GWI6, Q2GWR1, Q2GWR7, Q2GX53,
globosum Q2GWR7, Q2GX53, Q2GYQ9, Q2GYY7, Q2GZ75, | Q2GYQ9, Q2GYY7, Q2GZ75, Q2GZM2, Q2GZS9, Q2H173, Q2H1G2,
Q2GZM2, Q2GZS9, Q2H173, Q2H1G2, Q2H362, Q2H3R3, | Q2H298, Q2H362, Q2H3R3, Q2H5C1, Q2H5E3, Q2H5K6, Q2H7W2,
Q2H5C1, Q2H5E3, Q2H5K6, Q2H7W2, Q2H7X8, | Q2H7X8, Q2H8CY9, Q2H8N9, Q2HBVO0, Q2HF13, Q2HGHI1, Q2HHE2,
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Q2H8C9, Q2H8N9, Q2HBVO, Q2HF13, Q2HGHL, | Q2HHTL, Q2HI74;
Q2HHE2, Q2HHT1, Q2HI74; AA11: Q2GNJ6, Q2GRG8, Q2GWHS, Q2GWY6, Q2HBF7, Q2HETT;
AA11: Q2GNJ6, Q2GRG8, Q2GWY6, Q2HBF7, Q2HET7; | AA13: Q2GMUS, Q2GVN7, Q2GZT1;
AA13: Q2GMUS, Q2GZT1; AA1L5: Q2GZTL;
AA16: Q2GUN2 AA16: Q2GUN2, Q2HEM2, Q2HHPO
AA9: GORYQ6, GORYX6, GORZRI, GOS0S9, GOS2P5, GOS3Z1, GOS408,
AA9: GORYQ6, GORYX6, GORZRI, GOS0S9, GOS2P5, | GOSALO, GOS5P8, GOS6F4, GOSEH3, GOSAQ7, GOSB71, GOSDMS, GOSFU2,
Chaetomium | | oo0000g06 | GOS3Z1, GOSA08, GOSALO, GOSSP8, GOSGF4, GOSGH3, | GOSHGY;
thermophilum GOSA07, GOSB71, GOSDMS5, GOSFU2, GOSH69; AALL: GOS225, GOS84L;
AAL1: G0S225, GOS841 AA13: GORZA2;
AA14: GOS074, GOSBLO
Coccidioides AA1L: AOAOJ6YEWO, AOAOJ7B1FL, AOA0I7B2J0;
ooek UP000054565 | AA11: AOAOJ7B1F1, AOAQI7B2J0 LS AOADZ0E
_ AA9: W2RZZ2, W2S301, W2S7D9, W2SA85, W2SCD4, W2SDR;
Cyphellophora AA9: W2RZZ2, W2S3Q1, W2STD9, W2SA85, W2SCD4, | A n11: 25208, W2S9C7, W2SENS:
UP000030752 | W2SDRS: : _
europaea AALL: W2S9CT AA13: W2RNE4,
AA14: W2RVUS, W2S6P0, W2SDJ0
AAQ: AOA024SDR7, AOA024SFJ2, AOA024SMI0;
AA10: AOA024SCO8;
Hypocrea UP000024376 | AA9: AOA024SDRY, AOAD24SFJ2, AOA024SM1D; AA11: AOA024SBUS, AOA024SK73, AOA024SL74:
jecorina AALL: AOA024SBUS, AOA024SK73, AOA024SL74 AAL3: AOAOZASNAO.
AA14: AOA024RZI4, AOA024SGFO
AA9: AOAODIP2I3;
AA9: AOAODIP2I3; AA10: AOAODINQPO;
Metarhizium | oooo0sasa | AALL AOAODINRSS, AA11l: AOAODINR53, AOAODINRB7, AOAODINWBY, AOAODIPI120,
anisopliae AOAODONRB7,  AOAODONWB9,  AOAODIP120, | AOAODIP671, AOAODIP2T:
AOAODIP671, AOAODIPI27 AA13: AOAODIPBIY;
AA14: AOAODINVH7, AOAODINYG3, AOAODIP8QS5
AA9: G2Q2F7, G2Q4MO, G2Q6N6, G2Q774, G2Q7A5, G2Q9F7, G2QING,
AAQ: G2Q2F7, G20Q4MO, G2Q6N6, G2Q774, G2Q7AS, | G2Q9T8, G2QA92, G2QAB5, G2QCI3, G2QCS9, G2QFY5, G2QHRL,
G2Q9F7, G2QIN9, G2Q9T8, G2QA92, G2QABS, G2QCJ3, | G2QI82, G2QIR7, G2QJTO, G2QK49, G2QLE4, G2QNTO, G2QNY4,
\vcelionihora G2QCS9, G2QFYS5, G2QHR1, G2QI82, G2QIR7, G2QJITO, | sp|G2Q9T3;
yceliop UP000007322 | G2QK49, G2QLE4, G2QNTO, G2QNY4, sp|G2Q9T3; AA11: G2PZJ4, G2QAY4, G2Q8WS, G2QNBS:

thermophila

AAl1l: G2PZJ4, G2Q4Y4, G2Q8WS8, G2QNBS;
AA13: G2QP40;
AA16: G2QH80, G2QJ05, G2QNN7

AA13: G2Q1W3, G2QP40, G2QPS0:
AA14: G2Q335;
AA16: G2QHS0, G2QJ05, G2QNN7
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(UniProt) CPRENN HMMER
AA9: Q1K4Q1, Q1K8B6, Q7RV41, Q7RWN7, Q7S111, | AA9: Q1K4Q1, Q1K8B6, Q7RV41, Q7TRWN7, Q7S111, Q7S1A0, Q7S1V2,
Neurosnora Q7S1A0, Q7S1V2, Q7S411, Q7S439, Q7SA19, Q7SAR4, | Q7S411, Q7S439, Q7SA19, Q7SAR4, Q7SCJ5, Q7SHD9, Q7SHIS;
crassap UP000001805 | Q7SCJ5, Q7SHD9, Q7SHIS; AA1l: Q1K703, Q1K8R8, Q7S0P1, Q7SEB2;
AA1l: Q1K703, Q1K8R8, Q7S0P1, Q7SEB2; AA13: Q7SCE9, Q7SDJ6, sp|P14804;
AA13: Q7SCE9 AAl4: Q7SF43
AA9: F7VLD7, F7VQB7, FTVR19, FTVRX4, FTVSL3, AA9: F7VLD7, F7VvQ67, F7TVR19, F7VRX4, FTVSL3, F7VUC2, FTVVGY,
F7vVJ2, FTVVV6, F7VXA8, F7VZC6, F7VZC7, FTW1P4, F7wW2US5,
F7VUC2, FTVVGY, F7TVVJ2, FTVVV6, FTVXAS8, FTVZC6, .
F7W4L9, FTW4V7, FTW4Z9, FTWADS8, F7TWC55;
. F7vZC7, FTW1P4, FTW2U5, FTW4L9, FTW4V7, FTW4Z9, . ]
Sordaria . AA1l: F7VR04, F7VZH1, FTWOR2, FTW4W?2;
macrospora UP000001881 | F7WADS, FTWCS5; AA13: F7VP41, F7TVQ11, F7VRRS, FTWAG1,;
P AAll: F7VR04, F7VZH1, FTWO0OR2; : g ' ! !
: _ AAl14: FTVLTO;
AA13: F7TVQ11; AAI15: F7VQ11:
AA16: F7VJY8, FTVMX5 AAL6: F7TVIYS, F7VMX5
Talaromyces AA9: ADA093UTWE: AAI: ADADISUTWE;
marneffei UP000029285 AALL: AOA093VSI0 AA11: AOA093VSI10;
' AA13: AOA093V3C8, AOA093V3D6, AOAD93V4S3
AA9: BBM2G3;
Talaromyces AA9: B8M2G3; !
" UP000001745 . ! AA11l: B8LX66, BBMBC2, BBMBJ5, BBMQNS;
stipitatus AALl1l: B8LX66, BBMBC2, BBMBJ5, BBMQN3 AA13: BSMOWO, BSM188, BSMKW4, BSMLS0
AA9: G2Q0L2, G20RC5, G2QUZ5, G20V07, G2QYT2, AA9: G20QQL2, G2QRC5, G2QUZ5, G2QV07, G2QYT2, G2QZKS,
G2QzUl1, G2R009, G2R1UO0, G2R286, G2R6N0, G2R7W4, G2R898,
G2QzK6, G2QzuUl, G2R009, G2R1UO, G2R6NO, )
Thielavia G2R7W4, G2R898, G2R8B3, G2R9S5, G2RB72, G2RB73 G2R8B3, G2RIS5, G2RB72, G2RB73, G2RCT3, G2RGES, G2RGES;
. UP000008181 ' g ' ' ' " | AA11l: G2QTDO0, G2QVT1, G2QW76, G2RCl4, G2RG22;
terrestris G2RGE5, G2RGES; AA13: G2QUZS8, G2R2D7, G2RHNI:
AA11l: G2QTDO0, G2QVT1, G2QW?76, G2RCl4, G2RG22; : > ' '
AAL6: G2RGB5 AAl4: G2RF87;
. AA16: G2RGB5
Trichophvton AA10: F2SWKO9;
Py UP000008864 | AA11: F2SK00, F2SKG2, F2SNJ5, F25747 AA11: F2SK00, F2SKG2, F2SNJ5, F25747, F2T040;
rubrum )
AA13: F2SXE3
Uncinocarpus . AA1l: C4JKV1, C4IM64, C4IPQ2;
reesii UP000002058 | AA1l: C4JKV1, C4IM64, C4IPQ2 AA13: C4JS39
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Table S2. Accession numbers (UniProtkKB/TrEMBL unless otherwise stated) of hypothetical LPMO amino acid sequences found in 18 basidiomycete
proteomes by CPRENN and HMMER programs. CAZy families are indicated in bold

Proteo_me Accession numbers of hypothetical LPMO amino acid sequences
- accession
Basidiomycete
number
(UniProt) CPRENN HMMER
AA9: ADAD67LUS6, AOA067LX50, AOAOG7LYP7, | AA9:  AOA067LUS6,  AOA067LX50,  AOA067LYP7,  AOA067MOB2,
AOA067MOB2, AO0A067M1H2, AO0A067M2WS6, | AOAO67TM1H2, AOAO67TM2W6, AOA067M2YO0, AOA067M4U4, AOA067TMAWS,
AOA067M2Y0, AO0A067M4U4, AOA067M4AWS5, | AOAO67M8VI, AOA067MIA9, A0A067MIQ4, AOA067MAT70, AOAO067MADS,
AOA067M8VY, AOA067M9A9, A0A067MIQ4, | AOAO67TMAJ4, AOA067MC82, AOA067MDF4, AOA0O67TMEWS, AOAO067TMGW?7,
AOA067MADS5, AO0A067MAJ4, AOA067MC82, | AOAO67TMHC2, AOA067MIV4, AOA067MJIE3, AOA067ML63, AO0A067MRF6,
Botryobasidium | ;5000007195 | AOAO7MDF4,  AOAO67TMEWS, ADA067TMGW7, | AOAOE7MTZ4, AOA067MUO4, ADAD67TMUJL, AOAQ067TMYB6, AOA067N321,
botryosum AOAO67TMHC2,  AOA067MIV4,  AOA067MIE3, | AOA067N827, AOAO67NILS, AOAD67NAJY, AOAO67NCMO;
AOA067ML63, AOA067MRF6, AOA067MTZ4, | AAL0: AOAO67MNST;
AOA067MU04,  AO0A067MUJL,  AOA067MYBS6, | AAL3: AOA067LUS3, AOAO67TMYQ6;
AOAO67N321,  AOAO067N827,  AOAO67N9ILS, | AAl4:  AO0A067LZ47, AOA067LZE3, AO0A067M1W2,  AO0A067M720,
AOA067NAJ9, AOA067NCMO; AOA067MIY 1, AOAO67MLD3, AOAOE7TMTX7, AOAO67TMVP4;
AA10: AOAO67TMNS7 AA16: AOA067M7V3, AOA067MFP1
Ceriporiopss AAQ: M2PHIG, M2PI15, M2QEW2, M2QVZ7, fﬁégA:\g?m:QGL%l;zplm M2QEW2, M2QVZ7, M2QX02, M2QYQ9, M2R9IL3,
subvermispora UP000016930 %ﬁ?foﬁégﬁggw' M2RIL3, M2RAI8, M2RL70; | pa13: M2QWA3, M2RLN3, M2RLU2, M2RNS1;
) AA14: M2QZB0, M2R6U9
AA9: ABN681, ASNBA9, ASNBBO, ABNC20, ASBNC30, ASNCG7, ASNCGS,
AA9: ABNBA9, ASNBBO, ABNC30, ABNCGY, A8BNCH1, ABNCV0, ABNKH7, A8NKI3, A8NKI4, ABNLHS8, ASNLTO0, ASNLZS,
ABNCGS8, ABNCH1, ABNKH7, ASNKI3, A8NKI4,
Coprinopsis ABNLHE. ASNLTO. ASNLZ6, ABNPWS. ASNPW?T. ABNPWS5, ABNPW7, ASNRC9, ASNUU4, A8POV5, A8P3S3, A8P8P6, ASPBO3,
. UP000001861 A8PBNS, ASPER1, ASPETO, A8PF06, A8PFJ0, A8PFS9, A8PFT1, A8PGQY,
cinerea ABNRCY, ABNUU4, ABPOV5, ABP3S3, ABP8P6, | '\ on i "Heb 0 DERNPS
A8BPBNS8, ASPER1, ASPETO, A8PFJO, AS8PFS9, - ’ o
ASPETL ASPIA1 AA13: ASNRI4, ABNSG1;
' AA14: ABN3C6, ABNQ92, ABNQAL, ABNV23, ABPAN7
Cryptococeus AA9: F5HH?24; AA9: F5HH24;
neoformans UP000002149 | AALl: Q5KE44; AA11: Q5KE44;
AA14: AOAOS2LHR4 AA14: AOAOS2LHR4, Q5KEF3
Fibroporia AAQ9: J4HU60, J417Z1;
radiculosa UP000006352 | AA9: J4HU60, J417Z1 AA13: J41862;
AA14: JAG816, JAGP13, JAGSV2
Fomitopsis AAQ: S8DTCO, SBEBE2, SBEE26, S8F7D2;
pinicola UP000015241 | AA9: S8DTCO, SSEBE2, SSEE26, S8F7D2 AA13: SBDMF8, SSDWK5;

AA14: S8DV X7, SBEKB3, SBFWT6, S8G5V6
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AAD: AOAOGTSEZS. AOAOGTSUSO. AOAOGTSVO3. | AAS: ADADBTSEZS, ADADGTSUSO, ADAGTSV93, ADADETSZQ, ADAQGTSZRS,
AOAOBTSZOD, - MOAOGTSZRS, | AOAQGTT140, | AOAQBTTI40,  AOAQGTT399, ADAQG7TA410, AOAQGTT6IO,  AOAQGTTDBA,
’ ’ ' | AOAO67TDQ2, AOAO67TID3, AOA0B7TIT4, AOAO67TM36, AOAOG7TPIO,
Galerina AOAO67T399,  AOAQ67T410,  AOAOBYTOIO, | )\gan67TRR, AOAOG7TUCA, AOAOG7TUES:
. UP000027222 | AOAOB7TDB4,  AOA067TDQ2,  AOAO67TIDS3, _ ! _ ' ’
marginata AA10: AOAO67SN17;
AOAO67TIT4,  AOAO67TM36,  AOAOG7TPIO, : _
A OADGTTRRL. AOACETTUCA. AGAGTTUES. AA13: AOA067T4C3, AOAOG7TIS5, AOA067TUDO:
AALD: AOAOBISNLT ’ ’ AAL4: ADA067SQ32, AOAOBTTE77, AOAOGTTSY6:
: AA16: ADAOB7SXJ4
_ _ AA9: STQUE7, STQKEZ, STQP81, STRKO0;
S;%ee?ﬁ:y””m UP000030669 22221-8;?8517'1 STQKE2, S7QP81, STRKOO; AA13: STQ3A2, STQ4V9;
: AA14: STQ3B1, S7Q411
AAG: WAJRSS, WAJUX2, WAIX02 WAIZIS, Ovﬁigg\é‘lwﬁ'mvc\)m\j\zﬁh F’vl\/_4Jx02, W4JZ18, W4K048, WAK498, WAKSMO,
:'r'reée'[ﬁg?es'd'o” UP000030671 wjﬁﬁgiw“mg& WAK8MO, WA4KID6, WAKIKO, | A a13: WaINY4, WAISEL, WAKS32:
J AALL: WAKALA AAL4: WAISKS, WAKAGO, WAKAJ4:
- AAL6: WAJYN3
AA9: AOAOGTPIS2. AOAOGTPCPE, AOAOGTPDAD, | AAY: ADADGTPEHL, ADAOG7P92, AOAOGTPCPE, AOADSTPDA0, AOAOE7TPDQA,
_ AOAOGTPDOA,  AOAOGTPESS. . AOAQBTPRS2, | AOAQBTPES3,  AOAOSTPFS2, ADAOGTPKNS, AOAOBTPNIS, AOAQB7PN2L,
Jaapia ’ ’ ' | AOAO67PQV6, AOAOG7PT15, ADAOBTPZX3, AOA0B7Q4KS, AOAO7Q7CO:;
; UP000027265 | AOAOB7PKN5,  AOAO67PN15,  AOAO67PN21, _ :
argillacea AA13: AOA067PTB3, AOA067PW10, AOAO67Q6R3;
AOAO67PQV6,  AOAO67PT15,  AOA067PZX3, : _
AOAGBTOAKS, AGAGBTQ7CO AAL4: AOA067Q618, AOA0B7QI1LL:
* AA16: AOAO67PN45, AOAO7PN5S8, AOAOB7PY66, AOA067Q0U4
L accaria AA9: BOCQES, BOCZ36, BODEEG, BODGUS6, BODIWO, BODPG3, BODVPE:
Sioolor UP000001194 | AA9: BOCQES, BODGU6, BODPG3 AA13: BOCVJL;
AAL4: BOCYY7, BOD2M4, BODH69, BODN14
carnosa KoxXBLT ’ ’ ’ ' | AA13: K5W2K6, K5W345, KSWMZ0:
AAL4: KSWFH2, KSWGLO, KSWMA2
AAQ: AOA067N594, AOAO67N5S2, AOAOG7TNBBY, | AAO:  AOAO67NS94,  AOAOG7NSS2,  AOAO67NBBY,  AOAO067NEB7,
AOAOG7TNEB7,  AOAO67TNHA4,  AOAOB7NIQB, | AOAOGTNHA4, AOA0B7NIQB, AOAOG7NIV2, AOA067NIX7, AOAO67NLK?,
Pleurotus UP000027073 | AOAOBTNIV2,  AOAOBTNIX7,  AOAOGTNLKY, | AOAOG7TNNUS, AOAO6TNPI2, AOAOG7NTBS, AOAOG7TNVRG, AOAOGTNWTS,
ostreatus AOAOG7TNNUG,  AOAOB7NPI2,  AOAO67NTBS5, | AOAO67NYCY, AOA067NYI6, AOAO67NYR2, AOA067NZ88, AOA067P022,
AOAOB7TNVRS, AOAO67TNWTS, AOAO67NYCY, | AOAO67PATS, AOAO67P559, AOAO67P6A2, AOA067P6D0, AOAO67P8LS,
AOAOB7NYI6,  AOAOB7NYR2,  AOAO67NZ88, | AOAO67PADS, AOAO7PAIL, AOAO67PBW4, AOA0B7PCB2:

s24
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AOAOBTP022.  AOAOB7PATS.,  AOAD67P559, | AAL3: AOAOB7NIIO, AOAOG7NPCL, AOAO67NPJS:
AOAOB7PGA2,  AOAO67P6DO,  AOAOB7PSI5, | AALA: AOAOBTNGO7, AOAOG7NNIO, AOAOB7PIES:
AOAOB7PAD5.  AOAOG7PAJL  AOAOG7PBWA. | AAL6: AOAOSTNAF9
AOAOB7PCB2
_ _ AAY: AOALXBN2G5, AOALXGNIHG:
Postia placenta | UP000194127 QQLAXQ'&;(Q?'\IAHRGOS AA13: AOAIX6MTY1;
' AAL4: AOAIXEMRO3, AOAIXEMRO5 AOALXEN3GO
AAI: ADADGOSADT, AOADB0S5I9, AOADBOSBFS, | 4 ng. A0A060SAD7, AOAOBOS59, AOAOBOSSFS, AOAOGOSIVO, AOAOBOSABL,
AOAOBOSOVO,  AOAOBOSAGL,  AOA0BOSBAT,
Aoy OAoiLs  AoAcaoaoxar | AOADGOSBA7, AOADGOSH23, AOAOGOSHLY, ADAQGOSIX3, AOADGOSPS3,
;;r/]%naob;;orzzzs UP000029665 | AOAGBOSPES.  ADAGKOSPUZ.  AOAGBOSOWS. 28282825%2’- AOAOB0SPU4, AOA060SQWI, AOA060SU0S, AOA060SU0,
AOA0B0SUOS, AOA060SUI0, AOAOEOSY 86: T saRL.
AAL4: AOAOBOSMCO, AOAOBOSRIS, ADAQBOSS34, | A A7 4. A0A0BOSMCO, AOAOBOSRIS, AOA0B0SS34, AOAOBOSWUO
AOA0BOSWUO
_ AA9. DBPNGL, D8PQJS, D8PVB3, D8PZ63, D8Q364, D8Q5J9, DBQS5VS3,
AA9: DBPNGL, "DBPQJIS, DBPVBS, D8PZ63, | harsgs ngoga3, DBQB45, DSQB46, DSQBPS, DSQGAS, D8QHAS, DSQHFT,
D8Q364, D8Q696, DBQSBA3, D8QBA5, DSQBAG. _
_ DIOBPE, DEGGAS, DEOLIS, DEGHET. DEOUHS. | DBQHH2, DEQHNS, DEQHNG, DBQI7S, DBQIBS, DEQIBS, DEQUCL,
ggm;]oupnheyllum UP000007431 | DSGHING, DEGHING. DEGITS. DBOGSS, DEQICL: ggéhlzgspvps, D8Q4M7, DSQAT3, DBQATY, DSQB70, D8QK94, DSQLAS,
AALL: DBPYP3, DBQ4M?, DBQAT3, DBQATO, | Wi oo
RSA?GB_?%SB%%?Q“' D8QLAS, DBQMF2; AA14: D8PQI8, DSPUMS, D8PWG2;
: AA16: D8PQ52, D8Q6G1
Ustilago maydis | UP000000561 | AAL0: AOAODICHLO AA10: AOAODICHLO
Wolfiooria AA9: AOAZH3ISM5, AOAZH3IAVT:
p UP000218811 | AA9: AOA2H3ISMS5, AOA2H3IAV7 AA13: AOA2H3ICAL:

€cocos

AA14: AOAZ2H3JF26, AOA2H3JKL4, AOA2H3KO018

s25




Table S3. Accession numbers (UniProtKB/TrEMBL unless otherwise stated) of hypothetical LPMO amino acid sequences found in 18 bacterial proteomes by
CPRENN and HMMER programs. CAZy families are indicated in bold

Proteome

Accession numbers of hypothetical LPMO amino acid sequences

Bacterium accession number
(UniProt) CPRENN HMMER
AA10: I10H3D8, 10H648, I0H7A5, 10H883, I0H8CS5,
Actinoplanes missouriensis UP000007882 AA10: I0H648, I10H7A5, I[0HBF4, I10HBNY, | IOHAUS, I0HBF4, I0HBN9, 1I0HBUO, IOHCKS5, I0HHI7,
I0HBUO, I0HCKS5, 10HJD3 I0HJD3;
AA13: I0H3GO, IOHDC7
Bacillus thuringiensis UP000011719 AA10: M1QAC4, M1QMP1, M1QYJ5 AA10: M1QAC4, M1QMP1, M1QYJ5, M1QZ54
Brevibacillus laterosporus UP000005850 AA10: AOAO75R1J7, AOAO75R654 AA10: AOAO75R1J7, AOAO75R654
Enterobacter cloacae UP000007838 — —
. . AA10: A9B107;
Herpetosiphon aurantiacus UP000000787 AA10: A9B107 AA13: AQAVU7T
Klebsiella oxytoca UP000236461 AA10: AOA21BWKD6 AA10: AOA21BWKD6
Lactococcus lactis UP000002196 AA10: QI9CE94 AA10: QICE94, QICE9S
Listeria monocytogenes UP000000817 AA10: Q8Y4H4 AA10: Q8Y4H4, Q8Y619
Nocardiopsis dassonvillei UP000002219 AA10: DTAW10, DTAWRY, D7B4C4, D7B925 AA10: DTAW10, DTAWRY, D7B4C4, D7B5S5, D7B925
Photorhabdus asymbiotica UP000002747 AA10: C7BK22 AA10: C7BK22
Pseudomonas aeruginosa UP000002438 AA10: sp|Q91589 AA10: Q911H5, sp|Q91589
Saccharophagus degradans UP000001947 AA10: Q21N34 AA10: Q21N11, Q21N34, Q21PQ1, Q7PC52
Salinispora arenicola UP000001153 AA10: ABLUMS, ASLVCO, ASLVQ6, ABLVVT ﬁﬁig; ﬁgkﬂ%'\é'g’ ABLVOL, ABLVCO, ABLVQS, ABLVVT,
. AA10: AOALCOCF47, AOAL1CODMQ?2, | AA10: AOA1COCF47, AOALCODMQ2, AOA1COE185,
Serratia marcescens UP000050507 AOALCOP555 AOALCOP555
Stenotrophomonas maltophilia UP000006955 AA10: J7USI5, J7V8J6 AA10: J7USI5, J7V8J6
Streptomyces viridochromogenes UP000011205 AA10: L8P3KO, L8PAZ5, L8PB92, L8PL89, | AA10: L8NZP1, L8P3KO, L8PAZ5, L8PB92, L8PIH2,
L8PLS9, L8PMS0 L8PL89, L8PLS9, L8PMS0O
Vibrio cholerae UP000000584 AA10: QIKN26, sp|QIKLD5 AA10: QIKN26, QIKQPE, sp|QIKLD5
Xylanimonas cellulosilytica UP000002255 AA10: D1BV23, D1IBWEO AA10: D1BV23, D1BW40, D1BWEO
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