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SUPPLEMENTARY FIGURES 

 

Fig S1. Multiple sequence alignment among several isolates revealing highly conserved protein. 
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Fig. S2. The 3D illustration of human interacting proteins. 
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Fig. S3. The surface view of protein E2 screened against de novo proteins of respective human interacting 

partners. 
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Fig. S4. The 3D illustration of human interacting proteins with de novo proteins. 


